Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.007 Å; R factor = 0.068; wR factor = 0.208; data-to-parameter ratio = 15.6.
In the title chromone-tethered benzohydrazide derivative, C 20 H 18 N 2 O 6 , the atoms of the E-3-(hydrazonomethyl)-4Hchromen-4-one segment are essentially coplanar, the largest deviation being 0.065 (6) Å . The dihedral angle between this segment and the benzene ring of the trimethoxybenzene unit is 40.18 (10) Å . In the crystal, the molecule is linked to its inverse-symmetry equivalent by pairs of N-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á interactions. The -CH N-NHsegment is stacked on the benzene ring of the chromone unit of a translation-related equivalent molecule [centroidcentroid distance = 3.413 (6) Å ].
Related literature
For the biological activity of related compounds, see: Khan et al. (2009) ; Tu et al. (2013) . For related structures, see: Wang et al. (2007) ; Qin et al. (2009) ; Ishikawa et al. (2013a,b,c) .
Experimental
Crystal data C 20 H 18 N 2 O 6 M r = 382.37
Triclinic, P1 a = 6.628 (7) Å b = 11.029 (18) Å c = 12.544 (18) Å = 105.34 (12) = 96.94 (10) = 95.88 (10) V = 869 (2) Å 3 Z = 2 Mo K radiation = 0.11 mm À1 T = 100 K 0.40 Â 0.18 Â 0.12 mm
Data collection
Rigaku AFC-7R diffractometer 4902 measured reflections 3982 independent reflections 1962 reflections with F 2 > 2(F 2 ) R int = 0.040 3 standard reflections every 150 reflections intensity decay: 1.9% Refinement R[F 2 > 2(F 2 )] = 0.068 wR(F 2 ) = 0.208 S = 1.01 3982 reflections 256 parameters H-atom parameters constrained Á max = 0.30 e Å À3 Á min = À0.34 e Å À3 Table 1 Hydrogen-bond geometry (Å , ) .
Cg is the centroid of the C12-C17 ring. Symmetry code: (i) Àx þ 1; Ày; Àz þ 1.
Data collection: WinAFC (Rigaku, 1999) ; cell refinement: WinAFC; data reduction: WinAFC; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: CrystalStructure (Rigaku, 2010) ; software used to prepare material for publication: CrystalStructure.
We acknowledge University of Shizuoka for instrumental support.
Figure 1
The molecular structure of the title compound, with displacement ellipsoids drawn at the 50% probability level.
Hydrogen atoms are shown as small spheres of arbitrary radius.
Figure 2
A crystal packing view of the title compound. Intermolecular N-H···O hydrogen bonds are represented by dashed lines. 
(E)-3,4,5-Trimethoxy-N′-[(4-oxo-4H-chromen-3-yl)methylidene]benzohydrazide
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.30 e Å −3 Δρ min = −0.34 e Å −3 Special details Refinement. Refinement was performed using all reflections. The weighted R-factor (wR) and goodness of fit (S) are based on F 2 . R-factor (gt) are based on F. The threshold expression of F 2 > 2.0 σ(F 2 ) is used only for calculating R-factor (gt).
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
